Abstract. Development of high yielding and drought tolerant cultivars is one of the prime objectives of all wheat breeding programs. An experiment was performed at Malakandher Research Farm, The University of Agriculture, Peshawar during 2011-12 to evaluate 14 wheat advance lines with four cultivars i.e Atta-Habib, Siren, Pirsabak-2005 and Pirsabak-2008 used as checks under rainfed conditions. The experiment was not irrigated throughout the whole growing season. The experiment was laid out in a randomized complete block design (RCBD) with 3 replications. Each entry was planted in 03 rows, 03 meter long and 30 cm apart. To minimize environmental effects on the genotypes recommended cultural practices were applied same for all the treatments. Data were recorded on 6 parameters viz, days to maturity, spike length, spikelets spike -1 , grains spike -1 , spike weight and spike density. Highly significant differences were observed for all the parameters. Mean values for genotypes ranged between 161.3 to 167.3 for days to maturity, 9.57 to 12.86 cm for spike length, 15.13 to 19.93 for no. of spikelets per spike, 41.05 to 60.80 grains spike -1 , 2.47 to 3.61g for spike weight and 0.531 to 0.675 for spike density. Spike density was positive and highly significantly correlated with spike length, positive significant correlated with days to maturity, negative highly significantly correlated with spikelets spike -1 . Based on the results of this study MPT7 can be recommended to be used in further breeding programs as it has high spike length, spikelets spike -1 , grains spike -1
INTRODUCTION
Wheat (Triticum aestvum L.) is most important staple food of about 36% of the world population (two billion people) but also core part of animals feed as straw in most of the countries. It is staple food for the people of Pakistan occupying 70% of Rabi and 37% of the total cropped area of the country. In KPK, wheat is grown on 40% of the total cropped area . Wheat takes more than 21.7 million acreage agricultural lands in Pakistan during 2011-12 producing approximately 23.5 million tones grains. The current average production is approximately 1133 kilograms per acre (Economic survey of Pakistan, 2011-12) . Although the total production of wheat in Pakistan has increased manifolds over the past few decades and we have touched the level of self sufficiency in the recent past, but we are far behind in per unit production compared to the other wheat producing countries. World food security is dependent on continuous crop improvement particularly in the development of crops with increased tolerance to abiotic stresses especially drought and salinity (Denby and Gehring, 2005) . Selection for grain yield can only be effective if desired genetic variability is present in the genetic stock. Plant breeders are interested in development of new varieties which are having high yield potential. Genetic increase in yield under stress environments has been recognized to be a difficult challenge for plant breeders while progress has been much higher in favorable environments (Richards et al., 2002) .
The identification and use of genotypes with better genetic potential is a continuous requirement for synthesis of physiologically efficient and genetically superior genotypes showing potential for increased production per unit area under a particular environment. Grain yield is the most important trait of wheat, which is a considerably complex character and is a final product of several contributing factors and their interactions. Generally yield associated traits have relatively higher heritability and can be used as selection tools. Effective application of indirect selection requires strong genetic association between primary and secondary characters accompanied with higher heritability of secondary characters. The knowledge of association between yield and these factors provides the basis to plan breeding programs for maximum genetic gain (Majumder et al., 2008) . Grain yield in wheat is a complex quantitative trait and is the outcome of various yield attributes (Sajjad et al., 2011) . The yield of irrigated areas is higher than rainfed areas while large area under wheat cultivation in Khyber Pakhtunkhwa is rainfed. The only way to reduce the yield gap between irrigated and rainfed is to develop stable varieties for irrigated as well as for rainfed areas. Thus the present study was therefore, conducted to check the performance of different advance lines of wheat under rainfed condition. 
MATERIALS AND METHODS

Sample preparation
Statistical analysis
Statistical analysis was made by using MS Excel and MSTATC software's. The mean values of the genotypes for each parameter was further compared by using the least significant differences (LSD) test at 5% level of probability. Correlation was computed with the procedures of Steel and Torrie (1980) . 
RESULTS AND DISCUSSIONS
Days to maturity
Analysis of variance showed highly significant (P<0.01) differences among wheat genotypes for days to maturity (Table 1) . Mean data showed that days to maturity ranged from 161.3 to 167.3 (Table 2 ). MPT1, MPT2 and MPT15 took minimum number of days to maturity while MPT13 took maximum days to maturity. Days to maturity were positive and significantly correlated with spike density while nonsignificant with the rest of studied parameters (Table  3) . While in correspond to our study Khan et al. (2012) reported significantly and positive correlation of days to maturity with days to heading, biological yield and grain yield.
Spike length (cm)
Analysis of variance of spike length revealed highly significant (P<0.01) differences among wheat genotypes for spike length (Table 1) . Mean data showed that spike length was ranged from 9.57 to 12.87 cm (Table 2 ). MPT7 had the maximum spike length of (12.87) while MPT8 had minimum spike length of (9.57). Spike length was highly positive correlated with all studied traits except spike length which was non-significant (Table 3) .While in correspond to our study Haq et al. (2010) reported that correlation coefficient of spike length was significantly and positively correlated with grain yield plant -1 . 
Number of Spikelets spike -1
Analysis of variance showed highly significant (P<0.01) differences among wheat genotypes for number of spikelets spike -1 (Table 1) . Mean data revealed that number of spikelets spike -1 ranged from 15.13 to 19.93 (Table 2 ). MPT5 and MPT9 had maximum number spikelets spike -1 of (19.93) while MPT8 had minimum number of spikelets spike -1 of (15.13). Number of spikelets spike -1 was significantly positive and correlated with grains spike -1 , spike weight and spike length while negative significantly correlated with spike density (Table 3) . While in correspond to our study Haq et al. (2010) concluded that spikelets spike -1 was significantly and positively correlated with grain yield plant -1 . Sajjad et al. (2012) had also observed positive correlation for number of spikelets per spike with the number of spikes per plant, spike dry weight, plant height, spike length, and awn length in rainy as well as dry seasons.
Number of Grains spike -1
Analysis of variance displayed highly significant (P<0.01) differences among wheat genotypes for grains spike -1 (Table 1) . Mean data showed that grains spike -1 ranged from 41.05 to 60.80 (Table 2) . MPT5 had maximum number of grains spike -1 (60.80) while MPT8 had minimum grains spike -1 (41.05). Grains spike -1 was highly significantly positive correlated with spike weight, spike length and number of spikelets spike -1 while non-significant for other studied parameters (Table 3) . While in correspond to our study Khan et al. (2012) reported that correlation analysis of grains spike -1 with plant height, grain weight spike -1 , biological yield, grain yield were significantly positive.
Spike weight (g)
Analysis of variance revealed highly significant (P<0.01) differences among wheat genotypes for spike weight (Table 1 ). Mean data showed that spike weight ranged from 2.48 to 3.62 (Table 2 ). MPT7 produced maximum spike weight of (3.62 g) while MPT6 produced the minimum spike weight (2.48 g). Spike weight was highly significantly positive correlated with spike length, number of spikeletsspike -1 , and grain spike -1 (Table 3) . While in correspond to our study Karimizadeh et al. (2012) concluded that spike weight had positive direct effects on selection for important improved in grain yield.
Spike density
Analysis of variance showed highly significant (P<0.01) differences among wheat genotypes for spike density (Table 1) . Mean data showed that spike density ranged from 0.52 to 0.67 (Table 2) . MPT7 produced maximum spike density (0.67) while MPT16 produced minimum (0.52) spike density. Spike density was significantly positive correlated with days to maturity and spike length while significantly negative correlated with spikelets spike -1 (Table 3) . Sajjad et al. (2012) noted negative correlation of Spike density with yield in the dry season.
CONCLUSION
Highly significant differences were observed for grains spike -1 , spikelets spike -1 , spike length, spike weight, spike density and days to maturity among all genotypes. Grains spike -1 was highly positive correlated with spike length, spikelets spike -1 and spike weight. MPT7 had the highest value of spike length, spike weight and spike density, and also higher value of spikelets spike -1 and grains spike -1 while MPT5 had the highest value of spikelets spike -1 and grains spike -1 and higher value of spike length, spike weight and spike density. Therefore, MPT7 and MPT5 are potential lines and are recommended to be used in further breeding programs.
